ATAC-seq RNA-seq
Supplementary Figure S5 . Clustering stability of NF clustering in RA day 4 single cell data for k=2 to 5. Samples are hierarchically clustered by using distances derived from consensus clustering matrix entries, colored from 0 (deep blue, samples are never in the same cluster) to 1 (dark yellow, samples are always in the same cluster).
Supplementary Figure S6 . Boxplot of cluster specific markers', Ebf1, Gata4, and Rfx4, motif activity (left) and gene expression (right). 
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